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Prof. dr. Zhao ZHANG obtained his Bachelor degree in Plant Biotechnology in the Hogeschool 

Larenstein in Velp in the Netherlands. The following years, from 2005 to 2007, Zhao 

continued as an MSc student Plant Biotechnology at Wageningen University. In 2007, Zhao 

started his PhD research under supervision of Prof. dr. Bart Thomma and Prof. dr. Pierre de 

Wit in the Laboratory of Phytopathology of the Wageningen University, where he worked on 

functional analysis of tomato immune receptor Ve1 and its recognition of Verticillium 

effector Ave1. Now he is appointed a professor at China Agricultural University, Beijing, 

China, where he continues his research in plant science. He and his team are mainly involved 

in the areas related to cultivation techniques, resistance mechanisms, and quality 

improvement of horticultural crops. By the end of 2021, he published more than 37 

peer-reviewed articles and book chapters, with over 1900 times of citations and an H-index of 

17. 
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University:    Hogeschool Larenstein, The Netherlands   

Date:     31 August 2005 

Study:     Plant Biotechnology   

Main subjects:    Phytopathology 

Supervisor:     Dr. ir. Bart P.H.J. Thomma 

MSc  

University:    Wageningen University, The Netherlands   

Date:     31 August 2007 

Study:     Plant Biotechnology   

Main subjects:    Phytopathology and Entomology 

Supervisor:     Dr. ir. Bart P.H.J. Thomma and Prof. dr. Marcel Dicke  

PhD  

University:    Wageningen University, The Netherlands   

Date:     05 June 2013  

Supervisor (‘Promotor’): Prof. dr. Pierre J.G.M. De Wit  

Prof. dr. Bart P.H.J. Thomma 

Title of PhD thesis: Functional analysis of tomato immune receptor Ve1 and 

recognition of Verticillium effector Ave1. 

OCCUPATIONS 2014-2020: Associate professor at the Department of Horticulture, China Agricultural 

University, China 

2020-present: Professor at the Department of Horticulture, China Agricultural University, 

China 
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Editorial board BMC Plant Biology 
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